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1855 54+ 5 BCO47440 B[ 7L BR 5 HepG2/ADM ZRBAL P25 1 WL 6 KO 53

I %R BoRADEBYH.F OFR R (400037 K, 5 = ZE R R BE BT AR

[#ZE] HM  FIF siRNA J5ikUTER HepG2/ADM 4 5 v BCO47440 JEPR , W4 HAZ 40 5 % 40 it 22 24 it 24 14 149
S R AFHLE . J7ik #ET BC047440 & 1 7E HepG2/ADM ZHfifi 2 siRNA T4 %0 | 5% F Western blot £l BC047440
TR E M FRIK 520045 3 41 : BC047440-shRNA 21 control-shRNA ZH Fil HepG2/ADM 2, CCK-8 4347 BT 25 22 %oF 41 g A=+ 40 7l
R, Y 2 LSRG I 4t R A T 5 240 L J&1 48 43 A5 ; Western blot 46 i1l BC047440 UER /5 NF-kB 25 [1 3234 (1925 b ; Real-
time PCR ¥l Survivin ,CCNL1 JE[R mRNA /K78 40 . 8559 iahiEi~r BC047440 251 siRNA T34 NF-xB 5 4 3=
% BC047440-shRNA 2%y HepG2/ADM 41 67.69% , %54 control-shRNA 41 67.39% ; 2 il 35 P 52 46 v 24 48 h i 25 2 %t
BC047440-shRNA 20 411 i35 A FH W S 380 56 5 It X A0 i £SO 25 SR 8 7 BCO47440-shRNA ZH 41 g 8 T~ H S 48 22, 411 g J&1 499
NATZIEE T G/G A, S B4 i /> . Real-time PCR £ illl BC047440-shRNA £H Survivin &K mRNA ik %)°4 con-
trol-shRNA 4 37% , %5}y HepG2/ADM 4 42% ; #:3ll BCO47440-shRNA 41 CCNL1 3P mRNA 23525 control-shRNA 41
3.5 f%, 250 HepG2/ADM 41 2.4 £5, &5 118k BCO47440 L T3 i NF-kB {553 4% &% H 7 Survivin .CCNLI {5553
% HepG2/ ADM 41 Jifd 1) 22 24Tt 25 1 , 7 BCOAT440 F K W] RESEIE Wi 2 AT 25 M B F =2 —.

[ 471 BC047440 A £ 2T 25408 & HepG2/ ADM A%%% 5 [ F-kB , Survivin ,CCNLI
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Mechanism underlying drug resistance of HepG2/ADM cells silently reversed by

lentivirus-mediated BC047440 gene during chemotherapy
Wang Zheng, Zheng Lu, Huang Xiaobing, Yang Tonghan, Li Jing, Liang Ping ( Department of Hepatobiliary Surgery, Xingiao
Hospital, Third Military Medical University, Chongqing, 400037, China)

[ Abstract | Objective To observe the effect of RNA interference ( RNAi) -silenced BC047440 gene on
multidrug resistance of HepG2/ADM cells and its molecular mechanism. Methods BC047440 protein siRNA
interference model was established in HepG2/ADM cells. Expression of BC047440 protein was detected by
Western blotting. Experiment was conducted in BC047440-shRNA group, control-shRNA group and HepG2/
ADM group. Effect of adriamycin on cell growth was analyzed with CCK-8 method. Cell cycle and apoptosis
were assayed by flow cytometry. Expression of NF-kB protein, Survivin mRNA and CCNL1 mRNA was detected
by Western blotting and RT-PCR, respectively, after BC047440 was silenced. Results The siRNA interfer-
ence model was successfully established. The NF-kB protein was expressed about 71.5% in BC047440-shRNA
group and HepG2/ADM group, and about 70. 0% in control-shRNA group. The cytotoxicity of adriamycin at 24
and 48 h was significantly higher in BC047440-shRNA group. Flow cytometry showed that the number of apop-
totic cells was significantly greater in BC047440-shRNA group, the cell cycle was maintained at the G,/G,
phase, and the number of HepG2/ADM cells was reduced at the S phase. RT-PCR showed that the Survivin
mRNA was expressed about 37% in control-shRNA group and about 42% in HepG2/ADM group, while the ex-
pression of CCNL1 mRNA was about 3. 5-fold higher in BC047440-shRNA group than in control-shRNA group
and about 2. 4-fold higher than in HepG2/ADM group. Conclusion Silencing BC047440 gene can reverse the
multidrug resistance of HepG2/ADM cells though the NF-kB, and downstream survivin and CCNLI signaling
pathways, which indicates that BC047440 gene may be one of the important molecules for the multidrug resist-

ance of liver cancer.

[ Key words | BC047440; multidrug resistance of HepG2/ADM; NF-kB; Survivin; CCNLI

Supported by the National Natural Science Foundation of China (81001105). Corresponding author: Li Jing, Tel: 86-23-68774606, E-mail: xqyylijing@ tom. com

[(BE&WBE] FEZEAARFAHFILSE(81001105)
[BE1EE] 2 55, Wb (023)68774606, E-mail ; xqyylijing@ tom. com



55 34 BEE 8 ¥O= K BE R ¥ ¥ OMR
J Third Mil Med Univ

706 2012 4F 4 A 30 0

Vol. 34, No. 8
Apr. 30 2012

Ji A g ko 6 ) A R B fe AR B R, BT
DLFARVIBR EMLEAIRITIT AR, H 5 R4 73R
U 5% ety o BRI P RAE: E 22 i T s & I
JE5 1Y) 22 24t 245 ( multiple drug resistance , MDR ) FrEtt
W52 BH  JRASE DR A0 i S 300 9 R PR A O 1 L R
SN2 TR I 5 R B8 R S e R A R o
LR T A AT T 25 76 9 B 22 Rl R AR 2R AT
NI JE: 22 R B/ A kR TP A5 25 R & 1l
I RIS PRVEAE 7T KO T 100 AR Z5EL I P-4 ] B
il R R 22 245 T 24 1) G

AR R 2B 1 25K 21 460 bp (1)
FLP BCO47440 | S JHL 4 At 42 SL 1 36 4 7 T g IX T,
&P BCO47440 j2& COMMD 3 PR S0 1l B, H 4 5 1
FEEARESE — P RAH LN T DR R B 2K R
FIETE Y NF-«B {54k n] e 4% 5 B4R 5 16 T8
WAk, H S5 Hm0R2E 8 LE A SR
Fik AL SE it siRNA {78 HepG2 41 &
BC047440 FL[H A, 240 M JA A BH T S 1, IR R
BAFAMER S Tk BCO47440 JEH Y HepG2 4 i
F, 0 RE SR S LR T G/ G, R R B PR TR
Pt 3 HepG2 1 41 il m] B 2 Iy 4 Jeo 435 184 s i)
FERK D RZ A ST RS R AR
THSLEG % 81 BC047440 LK 7 HepG2/ADM 41y R 3
ISR TR AR HepG2 4iiifl 3%, $571 BC047440 &[4
Al fES& HepG2/ADM 41 fifd 2 22 24 i 245 1 7= A= 1) E 22 4y
T2 ARSI EE AT siRNA JTUER HepG2/
ADM 4 it & BCO47440 LA, & 5 4> 7 HepG2/ADM
Y iy 22 NF-«B {5538 %} H R 43+ Survivin .CCNL1
FERITE BCO47440 JE AF 5 W 2 VR, I 43 40 X7 4t
T 3 A 4 4 TA R T8 A B BCO47440 JE PR R 4% 52
i HepG2/ADM 4 i & 1) & 1 43 A5, %1 26 F 5¢
BC047440 JE[H Fr /-1 2 25 25 HL 6 o

1 #R5ETE

1.1 #H

N Wi HepG2/ADM £ 25 4 Jifd 22 1) H R 5 LA ) A )
(Tt ZIRR A E AN AL AR HepG2 from ATCC) . PCR A7 prim-
er .dsDNA oligo , # 21 BC047440-shRNA 1 %5 25 25 /& & control-
shRINA 1895 75 4114 B AR & WF 98 A4 i B , RNAiso Plus , Pri-
meScriptRT reagentKit ( TaKaRa 2 7] ) , CCK-8 ( [7]{~ 1k % #F 5%
FT) .rTagDNA Polymerase( ToYoBo /A &) ) , Hpa 1 11 Xho 1 [ .T,
DNA ligase , T, DNA ligasebuffer (NEB /A #] ), Opti-MEM | Lipo-
fectamine 2000 ( Invitrogen 2\ &) ) ,DL 5 000 DNA Marker( TaKaRa
ZAH)) ,DNA Marker | (KRR H]) , Beyo ECL Plus k2% &5t 7
(AR H]) W (Gibeo 24 7)) , DMEM/H ;5% £& (HyClone
T FRUEIGAE MW (TBD A7) ,PBS(IHA-#40 7)) o
1.2 oy ik
1.2.1 FEHIERHEHE Y HepG2/ADM L2541 % Western blot

Kl HepG2 4 fifl BCO47440 FE Y1k S IR 1014
TE 7 218 9 #E R HepG2/ ADM 22 24 4 Jifd 5 i J% e 2 4K
KA MR D) 5 BC047440 2K %k,

1.2.2 CCK-8 Faril 4 20 20 i 55 by 5 28 e % 5% 5 200 il A= 4 41 il
R SIS 3 24 . BC047440-shRNA #H | control-shRNA 2H il
HepG2/ADM £, HU45 41404 1 x 10° /4L Fh 96 LA L ,4 h
JE AR RS 22 L85 3% | B8 8 A LA PR 2.5 pg/ml, LA
TCAM AL R 2 6T BEIE S, LA 25 24 W A B 1 40 At Sy B 4 %o
M &6 Lo 1AL, Jugefh 3 A, & H U 1 A, R A CCK-8 F
PR A 22 3 4 460 nm ¥ Y% ([ D (460) ], A S5 3
TR R, S = [ X HRZE D (460) ff - X5 20
D(460) {4 ]/%tHR4H D(460){H x 100% .

1.2.3 Gy i £ AR I e 40 i 08 T K An e R Ay
A7 < B4 2 XS0 A ST A A, D 8 0 A 5 AL S 4 i, PBS 5%
Yk 2 UK, i T 240 D A0 0 3 ) < U B S B SR e =X 40
ASCR , 31 F Multicycle for Windows #5443 H7 4H Jifd & 1 43 77 114
Ak, PATOIE G A AL A0S I BEFNAE 6 FLART, 55 0. 04 mg/L
(BT 2R AR FH 48 h Ji , BRI 2R 1 A A 1 > 10° /1. (i 2

YRR, $e B A M A v ) i I B4R e O A A
LBV ab s e 38

1.2.4  Western blot ¥5{l] HepG2/ADM i il NF-«B & [ ik

T 21 18 95 35 B 4L HepG2/ADM 4 1 96 h 5, L) 20 ng/ml
TNF-aJfill#% 30 min J& , RIS AR E A . WM R
FREL, AT SE ¥ 200 PBS i3k 2 ¥k, JiT A RIPA 41 i 24 figt i
150 wl Jf-HRICA 20 40 M SR 1, 2 v B PR DU SR BCA 3%
BAPAERER, IS5 /4 FEARRELS x SDS | #E 5% i i
FEOTIRAT, WA 5 min, RENIGHEIEZEER (10% 7B 4%
e ) HL UK FE I HL (5.5 mA/em® ) £ PVDF 5, 76 5% TBST
MRS TR S W P 1 b, L TBST Y&k 3 K, K 10 min,
4 PVDF JE A —HT W (1: 500)4 °C i ; TBST Wik 3 1K,
YK 10 min; 4 PVDF 8+ ZHUA W (1:5000)37 CHEF2 h;
TBST # I BES 3 WK, X 10 min; JIA 1 ml B ECL k2% %56
5 LA B-actin NS, BERCATCRAE RIS
1.2.5 Real-time PCR %M #H343L P Survivin . CCNLI mRNA 7K
FAE L 4% I8 RNAout U B 43 #F 47 45 52 56 20 4 I &4 RNA
PREL, PREUAY S RNA SR FH B W 068 g v TR D H: 50 4 2 | 3
it DU-800 2841t B it i e, JRIE 4% S e 28 hy A [ vk B
#% PrimeScriptRT reagentKit ( TaKaRa 2 &) ) 156 1 5 386 % 5% hl %
Joi cDNA, %A7 45 H . Real-time PCR 5% H 50 wl 7K %, B4
4 il cDNA 2 pl,2 x PCR buffer 25 pl,2 %5144 1 pl, EEPCH,0
20.5 pl,Sybr green 0.5 pl, ZARFL 50 wl, B-actin FEP g2
BE, W51 4.5 -CCAACCGCGAGAAGATGA-3", Fiiial 4.5 -
ACCAGAGGCGTACAGGGATAG-3", FE 5l £ i 47 98 bp, Survivin
FH WS 4.5’ -CAAGAACCACCGCATCTCTAS3, FiiEa] 4.
5'-GCAACCGGACGAATGCTT-3', J¥ %Il & & & 211 bp, CCNLI
P W88 5 -GATGCCAACCTCCCTCAACGAC-3", F i Bl
#].5'-CTCCTCGCACTTCTGTTCCTC-3" | 3 K i 4 171 bp, 5|
WG B I BT A R S8, PCR R 454F:94 °C, 4 min;
94 °C, 20 s, 60 °C ,30 5,72 °C ,30 5,35 MEH, 72 CHMEE,
1.2.6  Suit2eortr IR 2 25 38, R SPSS 16.0
Gi i A4 T Mann-Whitney U #356;
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2.1 I E 3 BC047440 & & siRNA FHAER

L RE R HepG2 41 48 .72 h 5 , 73 SIAE 5t it
BEWLgE, Al L2 MOT{E > 20 I, 9 Rak A , 5OLR AR , 4N
JRIR SR (1) .

(A
A:#:4 48 h;B: 3£ 72 h
E1 EBRENEERSHEARFRE HepG2/ADM
ML (x200)

BC047440-shRNA 20 (1) BC047440 & |4 3 i5 & ¢ control-
shRNA #4 F1 HepG2/ADM #H B & % fik, control-shRNA £H FlI
HepG2/ADM 2 [i] BCO47440 45 1 Rkt o B 22 5% (& 2) . LU
B-actin 2R, % HepG2/ ADM £ BCO47440 %5 A 353 )y 100% ,
T BCO47440-shRNA 41 BCOAT440 26 (1M 4150 71. 5%

B-actin— «43x10°

1 2 3

1:BC047440-shRNA 412 : control-shRNA 41 ;3 . HepG2/ADM 41
& 2 Western blot #:il] & 48 BC047440 E QM RIA

2.2 CCK-8 #aim) 4m f A K Fp ) &

B2 5% 24 48 h BC047440-shRNA 2 % control-shRNA £f Fll
HepG2/ADM 20 40 Jfg A= R 3 i) R 81 8 75 (P <0.05) , control-
ShRNA £l HepG2/ADM ZH [ J B 5. 22 5 (P > 0.05) ;72 h %
ML AR R HI R TR 25 (P>0.05) , LK1,

Fz1 FEEA IC, B 3 HA[E 1 7+ B i8] 240 B ) il 22
[D(460), n=3, x 5]

415 24 h 48 h 72 h
HepG2/ADM 41 0.341+0.027  0.518+0.025  0.936 +0.004
control-shRNA £ 0.355+0.027  0.527£0.029  0.935 +0.009
BC047440-shRNA 4 0.593 £0.317°  0.846 £0.017*  0.924 0. 004

a:P <0.05,5 HepG2/ADM #i4= control-shRNA 28 bk 4%

2.3 AKX mie AN T an e B B R L e R

Fi AN AE BCO47440-shRNA £ 41 o J& 3 B - S A
(E3A) T control-shRNA #H 1 HepG2/ADM ZH 4t ffu J& 34 0] 3
ZRHIFT G/ G (B 3B.C) . SBIE R (Z9KEF 0.04 pg/ml)
4235 48 h J5§ , BC047440-shRNA 21 4i At I 72 2% (14. 20% ) ]
12 5T control-shRNA 2H (3. 92% ) il HepG2/ADM 4H (5.08% ) ,
UL 4
2.4 siRNA % HepG2/ADM Zg iz, BCO47440 X F &

st NF-kB # %%

BC047440-shRNA £ NF-kB & [ %3k & # control-shRNA
ZHF1 HepG2/ADM Z W] 5 B {I, control-shRNA £ I HepG2/
ADM 4[] NF-xB FE AR B BB ESF (K S5), L B-actin 2
%8, % HepG2/ADM 4] NF-xB %5 (4 F£ k% H 100% , 118 H
BC047440-shRNA £ NF-kB & (11141 2R Hy 67.39% .
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A :BC047440-shRNA £8 ; B control-shRNA 21 ;C . HepG2/ADM 41
B3 A AR E & H A E HA R 1L

10° 10! 10? 10° 10* 10° 10'

Annexin-V

Annexin-V

104;
10°3
& 10°§
lO"g
g 100 T :
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Annexin-V

A:BC047440-shRNA 41 ;B control-shRNA #8 ; C: HepG2/ADM 41
B4 R ANESAMEBTER
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«—43x10°

1 2 3

B-actin—

1:BC047440-shRNA #8 ;2 : Control-shRNA 41 ;3 . HepG2/ADM 41
Bl 5 Western blot #& il 2H NF-xB & HRIRIE

2.5 Real-time PCR # ) 48% 2 B Survivin ,CCNL1 /A&
mRNA K-F 85 T AL

Ik HepG2/ADM 2 2 [, 45 2 . 7R BC047440-shRNA 4]
Survivin Z£[K mRNA 1A% control-shRNA £H 1 HepG2/ADM 21
S REAR, 453k 37% F11 42% |, control-shRNA 20 F1 HepG2 4H i)
BC047440 JCHH 22 % (& 6) ;BC047440-shRNA 2 CCNLI #:[H
mRNA A% control-shRNA 44 £ HepG2/ADM 24 B ' 7+, 49
24 3.5.2. 4 %, control-shRNA 44 11 HepG2 #H [] BC047440 Jt
MEER(ET),

0.7
0.6
0.5+
0.4+
0.3
0.2+
0.1+
0 =
015

02 4 6 810121416 182022 24 26 28 30 32 34 36
TEFEL

BRI

0.50
0.45
0.40
0.35

Z 030-

D 0254

T 020+

¥ 015§
0.10

0.05
04

_0'05- 1 1 1 1 1 L] 1 1 1 1 1 1 1 1 Il 1 1 1

02 4 6 8 10121416 18 20 22 24 26 28 30 32 34 36
TEHEL

A :Survivin; B; 3-actin

B 6 4 ZH Survivin Real-time PCR £ 531

0.40
0354
030 -

@ 0257

005 8 ®

1 I L] ! 1 1 1 1 1 1 ! ! 1 1 1 1
6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36
TR EL

(=]
o B
~B

0|+
I

| | s s

1 ! ! ! [} [l 1 1 ! 1
02 4 6 810121416 182022 24 26 28 30 32 34 36
(i

A:CCNLI ;B B-actin
#7 #&%8 CCNL1 Real-time PCR f £ 5> 47

3 i

B 2R AV 2 T AR S AR A I A T A i
P2 AR 240, HHL 2 22 P R 71 2K L 1Y 45
Mo P, sl B A7 20 7K B S — A R4
AR s T TR AR 2K L P ] R i e 22 24 T 24 1Y
K AR b, FeAT TR 4 0 2SS HoR 43
B TR AR 41 SUrh s R0k 0 EST B . i — 42
cDNA AR HITE (RACE) S5 1 1 25K 2 1 470 bp
(4K cDNA, &S GenBank [T £ PH (6 5%
5 BC047440) [F]J5 . K+ BCO4T440 J PR e A i 3 K 41
#5241 %) ( cancer genome anatomy project, CGAP) ]
Z 4~ SAGE 3 J& v, UL i #1 Northern blot 43 #7
BC047440 py R KRG, Kz R TEZLIR B ik
JoEI ORISR AE 2 A SAGE Mg SO Rk, (H
HAER B RE S LA IR 0 SCPErh 2R3k, PRI HE T AT
BEE MRITE B B AN BRY Th A AR oAb,
A2 A RT-PCR J7 ik O W AR i 41 21 b 3Rk i
JEE W] 8k e AR XS IO A T 212, ATITHIE S5 BC047440
SER SRR R R R BRI . AT — 4
) BCO47440 J N 76 B 75 2 5 3 2 24 i} 245 40 L &
( HepG2/ADM ) 1 & ik, & ¥ HepG2/ADM 4§ Jify
BC047440 BER R ILFEA HepG2 4 it v B 1 7155,
78 BCOA7440 JE N AT RES 5 T bl 25 R ML &
HepG2 4 fitd 22 2451 245 1) & 2E , (3 BAK G F-HLHI 6 AT
o ARSLH AR HepG2/ADM £ 24 it 2 40 Jitg v U0 2R
BC047440 FE A, W £& H#F HepG2/ADM 41 fit 34 5 . 4
T LA S A fa S e 4

A2 W ] CCK-8 32 46 1 18 975 75 BC047440-siR-
NA T4t HepG2/ADM 4 fidJi= , iz 41 55 bl 25 3% A % 5
A A A ) S, 25 2R (7R - HepG2/ADM. 41 Jifg ik 7 3K
BCO47440 FEPH J5, & B 0y 52 4 20 A= KAl 32 T 24
48 h W35 (P <0.05) , 1 72 h AR KA A& 20
A S 22 5 5 I Pt e Ll A T - 2 200 3, 0
UUER BCO47440 JL[H f5 52K L 0. 04 mg/L P8 2R AE
FH 48 h S A PR T3, 25 R W 48 h 21 it S 91 RHL
wrF S WA, JF H o4 M gE T R B W, B R DR
BC047440 KA J5 RE % 7 73 10 5% HepG2/ADM 2 Jifd 4
XoF BT 2% A 245 7k , 35 5 J 9 HepG2/ ADM 24 Jifd ke ot
ADM [ Ut

AR ZH Aij 1 S 46Uk B BCO47440 KL K 5 NF-«B
1R PEA G VFZRIER 7 BURR A 4]
DA NF-B DT 5| & b8 08 % A5 K% i 968 200 i ) 44
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B KBTI T, BT A T R T 245 T B — A O R
UUER T BC047440 119 HepG2 4 A% , J 410 it Jot o9 1 1k
pS0 (BB A MRk 2D, H: NF-wB A% A ] WA T
WFLE K HepG2, NF-kB 135 1t FUA BF A bk iy 174",
FHAT 2 5 A T DS R & B, DU ER BCO47440
S, A 189 NIRRT B 225, b LA A
NF-wB V15 41 B J5 100 K 40 a8 12 4H 56 B B B 3L [
24} JE 1 2B 19 L1 ( CyelinL1,CCNL1) . CCNLI &8 T
ARG R I Y S -, IR A 9T & B CCNLL i
FIRRERLHN I8 40 e SMMC7721 By 2E 4, 175 40
BgET " o FRATHE— ST NF-«B A4 4 c-myc |
bel-2, W, c-mye [ ¥, i bel-2 #1768 WA 46 i
Survivin 42 #{ 7= #l &£ H (inhibitor of apoptosis pro-
teins , TAP) G2 i) HL B A 51, 2 00 71 248 e 0 1 ) 32 e
O3 XoF bR S A S A T A R AR W 2R A T R A T
BRI L LA, Survivin i A] 240 ) 40 i (0 %
C BEGRARTE L ST KV K 45 g H R 1228007, AT
TEAN B A% S5 15 58 AR L b b R EAE . B
BC047440 H:[H 28 NF-kB {5538 % L 8 38 T4 i 2 15
Survivin [HIFEH 6 40 I TR ARSI s 2 —

A S T FATTE SE i H Western blot 46 I 7T K
BC047440 A 5 HepG2/ADM 41 i v NF-«B #& [ 11
ik, kB R BRI, $78 HepG2/ADM 4l it £ 2 fiit
20 RV HES BCO47440 38 1 /4% NF-kB {5538 #%
G, 25, FRATHE AR HLSZ NF-«B J8# 0 5T )
20 i 5] B AH O€ 39 Survivin, CCNL1 3 [K], A Real-time
PCR A mRNA 7KV 7224k, & 3 BC047440 Sk A
FE NS, HepG2/ADM 4 i rf Survivin JEP mRNA
KRR R, 1 CCNL1 JE P mRNA 7K SEB & 1,
S5 ARSI 0 it X 2 B AR A DU 248 B B R T R
DUER BCO47440 5 (A Ji5 40 i 4 T B 8 3 22 | 40 i J) 30
S ZAE T G /G, S AN B B s /b, DTk
S BCO47440 FE A AT figid 1 4% NF-kB {5515 538 i
e T iR R 5 35 PR 552 i) 248 e ] 34 R 0 ) 40 A T A
J98 22 25T 25 %) s AR 2 42

25 b, AR SC FRUIE B BCO47440 356 X 7] fig & —
AR T BT 24 (%) i SEAH DG BE B, A i v A9 v 3R
IKIF 4 NF-kB JE PR S LT i 5 22 56 ) Survivin J
CCNLI 72 Ak a] B JH-988 17 T 24 ) A A R e LA
—E PR FEVE T o T A 5 PR A R 2 g 4 i 2k
KIEHEE 5 AR EZAEH, AR SE 5 v o T
— A BRITUTER BCO47440 SL[H J5 , 35202 38 i 2 o
e 240 0 ] 1 S ek O Ao e 4 A 3B 3 S 400 o) e e

A5 14 PR] 1 77 X e P ek g 2 24 i 2 1 400 o JEF ek g A=
KRR, BT WA kA KRR
K Z B B B 24155 W45 AE ik 2 , BC047440 5[]
EH P R R T B — AR, UUBRZ 3 N 3 5%
HepG2/ADM 4iiifl 52 2 24 it 245 M A2 3 5 5 I 45 rh 4y
AR FR A €, AT AN TR) B A A A EC AR P el 4 50 2
TR 2 A A KA B R ma R A R ik — R0

SE -
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